Summary
Introduction

20
Plant domestication is often conceptualized as a geographically constrained process, with crops 21 originating from a wild progenitor within defined centers followed by expansion to the modern-day 22 range of cultivation (Harlan, 1992) . However, archaeological and genetic evidence are beginning to 23 reveal that, in many cases, domestication has been temporally protracted and geographically di↵use that is the subject of this review.
28
Adaptive introgression has three components: hybridization between di↵erentiated taxa, back-29 crossing to one of the parents, and selection on recombinant genotypes with progressively diminished 30 linkage drag (Barton, 2001 ). In domesticated species, adaptive introgression would consist of crop-
31
wild hybrids backcrossing to a crop followed by increase in frequency of adaptive wild alleles in 
Introgression methods and their application 48
The decreasing cost of genome-wide resequencing and availability of reduced-representation geno-49 typing (e.g., GBS and RAD-Seq), combined with new analytical methods ( for substantial crop-wild introgression has been discovered in many important crops ( Table 2) .
108
Below we present a summary of findings from maize, barley, rice, and potato, four systems in The relationship between maize (Zea mays ssp. mays) and the teosinte Zea mays ssp. mex-116 icana (hereafter, mexicana) o↵ers a prime example of adaptive wild-to-crop introgression.
117
Maize was domesticated from Zea mays ssp. parviglumis (hereafter, parviglumis) approx- formation is evaluated, as in the maize and potato studies, introgression has been found to occur also be a↵ected by mutation rate, e↵ective population size, the strength of selection on introgressed 325 alleles, and the extent of divergence between donor taxa and a crop's wild progenitor (e.g., highly 326 divergent introgressed haplotypes will be easier to identify).
327
From which wild taxa will introgression occur? 
336
Can adaptive introgression inform crop improvement?
337
Additional study of introgression in agroecosystems could lead to advances in crop improvement.
338
As described above, loci underlying the domesticated phenotype can be more clearly identified 339 by removing the confounding population genetic signals of introgression. Furthermore, adaptive 340 introgression that is demonstrably tied to a specific environment represents a promising source 341 of beneficial alleles that can be directly utilized in breeding to adapt crops to similar conditions. 
